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OIPE 



-fi 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/67 0 , 7 5 6A 



DATE : 07/05/2001 
TIME: 10:39:36 



C--> 



3 
4 
5 
6 
H 
10 
12 
13 
15 
16 
18 
19 
21 

2 2 
24 
25 
27 
28 
30 
31 

3 3 
34 
36 
3 7 

3 9 

4 0 
4 3 
4 5 
4 7 
4 8 

4 9 

5 0 
5 2 
5 3 
54 
5 6 
5 8 



Input Set : A:\seqlistcorrected.txt 
Output Set: N:\CRF3\07052001\I670756A.raw 

<110> APPLICANT: Rhodes, Kenneth 
Betty, Maria 
Ling, Huai-Ping 
An, Wenqian 

<12U> Til Lb: OK INVENTIUN: POTASSIUM CHANNEL INTERACTORS AND USES 
<130> FILE REFERENCE: MNI-070CP4 

<140> CURRENT APPLICATION NUMBER: US/0 9/6 7 0 , 7 5 6A 

<141> CURRENT FILING DATE: 2000-09-27 
<150> PRIOR APPLICATION NUMBER: USSN 60/110,277 
<151> PRIOR FILING DATE: 1998-11-30 
<150> PRIOR APPLICATION NUMBER: USSN 60/110,033 
<151> PRIOR FILING DATE: 1998-11-25 
<150> PRIOR APPLICATION NUMBER: USSN 60/109,333 
<151> PRIOR FILING DATE: 1998-11-20 



<150> PRIOR APPLICATION 
<151> PRIOR FILING DATE 
<150> PRIOR APPLICATION 
<151> PRIOR FILING DATE 



NUMBER: USSN 09/298,731 

1999-04-23 
NUMBER: USSN 09/350,614 
1999-07-09 

<150> PRIOR APPLICATION NUMBER: USSN 09/350,874 
<151> PRIOR FILING DATE : 1999-07-09 
<150> PRIOR APPLICATION NUMBER: USSN 09/400,492 
<151> PRIOR FILING DATE: 1999-09-21 
<150> PRIOR APPLICATION NUMBER: USSN 09/399,913 
<151> PRIOR FILING DATE: 1999-09-21 
<150> PRIOR APPLICATION NUMBER: PCT/US 9 9/2 7 4 2 8 
151> PRIOR FILING DATE : 1999-11-19 
NUMBER OF SEQ ID NOS : 73 
SOFTWARE : Patent In Ver . 2. 
SEQ ID NO: 1 
LENGTH : 146 3 
TYPE: DNA 

Homo sapiens 



160 > 
170 > 

210 > 

211 - 
^212 > 
<213> 
<220> 

221> 



0 



v400 



ORGANISM 
FEATURE : 
NAME/KEY 
LOCATION 
SEQUENCE 



CDS 
( 225 ) 

1 



■ ( 872 ) 



ENTERED 



gaatagcccc ctttcacttc tgagtccctg catgtgcggg gctgaagaag gaagccagaa 60 



* ■ !■!• 'i . • ] : y A i a V a i 

M. 1 

t>8 atg qqc arc t to tea t ct ct.g caa ace aaa caa aqq rqa ceo teg aaa 284 

69 Met Gly Thr Phe Ser Ser Leu Gin Thr Lys Gin Arg Arg Pro Ser Lys 

7r. in IS 20 
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RAW SEQUENCE LISTING DATE: 07/05/2001 

PATENT APPLICATION: US/09/67 0 , 7 56A TIME: 10:39:36 



Input Set : A:\seqlistcorrected.txt 
Output Set: N:\CRF3\07 052001\I6707 56A.raw 



7 4 










25 








30 








35 






7 6 


aaa 


aaa 


ctg 


v-J U 


cag 


etc 


aaa 


gec cag 


acc 


aac 


ttc 


acc aag 


aqq 


qaq 

ZJ " ZD 


380 


7 7 


G 1 u 


Gly 


Leu 


Glu 


Gin 


Leu 


Glu 


Ala H 1 n 


Thr 


Asn 


Phe 


Thr Lys 


Arg 


Glu 




7 8 








4 0 








4 5 








50 








8 0 


C t Cf 


cag 


g tc 


ctt 


tat 


cga 


aac 

z) z) v - 


ttc aaa 


aat 


aaa 


tac 


c c c a g t 


aat 

zj z) 


qtq 

Z> ZJ 


428 


8 I 


Leu 


Gin 


Val 


Leu 


Tvr 


A r g 


Glv 


Phe Lys 


Asn 


Glu 


Cys 


Pro Ser 


Glv 


Val 




8 2 






55 










60 








65 








8 4 


g t c 


aac 


gaa 


gac 


aca 


ttc 


aag 


cag ate 


tat 


act 


cag 


ttt ttc 


CC t 


cat 


476 


8 S 


Va 1 


As n 


Glu 


Asp 


Thr 


Phe 


Lys 


Gin lie 


Tvr 


Ala 


Gin 


Phe Phe 


Pro 


His 




8 h 




70 










7 5 








80 










8 8 


ana 

y y a 


gat 


g cc 


age 


acg 


tat 


g c c 


cat tac 


etc 


ttc 


aat 


gec ttc 


gac 


acc 


524 


8 9 


Gly 


Asp 


Ala 


Ser 


Thr 


Tvr 


Ala 


His Tvr 


Leu 


Phe 


Asn 


Ala Phe 


Asp 


Thr 




9 0 


8 5 










90 








95 








100 




9 2 


act 


cag 


a ca 


aac 
y y ^ 


tec 


at a 

y L y 


aag 


ttc gag 


gac 


ttt 


gta 


acc get 


ctg 


teg 


572 


9 3 


T hr 


Gin 


Thr 


Gly 


Ser 


Va 1 


Lys 


Phe Glu 


Asp 


Phe 


Val 


Thr Ala 


Leu 


Ser 




9 4 










105 








110 








115 






96 


att 


tta 


tta 
y 


a ga 


aaa 
y y u 


act 


ate 


cac gag 


aaa 


eta 


aaa 


tgg aca 


ttt 


aat 


620 


9 7 


lie 


Leu 


Leu 


Arg 


Glv 


Thr 


Val 


His Glu 


Lys 


Leu 


Arg 


Trp Thr 


Phe 


Asn 




9 8 








120 








12 5 








130 








100 


t ta 


tat 


gac 


ate 


aac 


aaa 


gac 


g g a tac 


at a 


aac 


aaa 


aaa aaa 


atg 


a t q 


668 


1 0 1 


Leu 


Tvr 


Asp 


I le 


Asn 


Lys 


Asp 


Gly Ty r 


Tie 


Asn 


Lys 


Glu Glu 


Met 


Met 




10 2 






13 5 










14 0 








145 








10 4 


gac 


att 


gtc 


aaa 


gec 


ate 


tat 


gac atg 


atg 


ggg 


aaa 


tac aca 


tat 


cct 


716 


10 5 


Asp 


lie 


Va 1 


Lys 


Ala 


He 


Tyr 


Asp Met 


Met 


Gly 


Lys 


Tyr Thr 


Tyr 


Pro 




1 0 6 




150 










155 








160 










10 8 


gtg 


etc 


aaa 


gag 


gac 


act 


cca 


agg cag 


cat 


gtg 


gac 


gtc ttc 


ttc 


cag 


764 


1 0 9 


Val 


Leu 


Lys 


Glu 


Asp 


Thr 


Pro 


Arg G In 


His 


Val 


Asp 


Val Phe 


Phe 


Gin 




11 0 


165 










170 








175 








180 




112 


aaa 


atg 


gac 


aaa 


aat 


aaa 


gat 


ggc ate 


gta 


act 


tta 


gat gaa 


ttt 


ctt 


812 


11 < 


Lys 


Met 


Asp 


Lys 


Asn 


Lys 


Asp 


Gly Tie 


Val 


Thr 


Leu 


Asp Glu 


Phe 


Leu 




1 1.4 










185 








190 








195 






1 1 6 


gaa 


tea 


tgt 


cag 


gag 


gac 


gac 


aac ate 


atg 


agg 


tct 


etc cag 


ctg 


ttt 


860 


1 1 7 


Glu 


Ser 


Cys 


Gin 


Gl u 


Asp 


Asp 


Asn 1. 1 e 


Met 


Arg 


Ser 


Leu Gin 


Leu 


Phe 




] 1 H 








200 








20 5 








210 








12" 


caa 


a a t 


qtc 


atg 


taactqqtqa 


cact ca qc 


ca ttcagctctc agagacattg 




912 


12 1. 


(.j 1 n 


Asn 


Val 


Met 
























122 






215 


























124 


tactaaacaa 


ccaccttaac accctgatct gc 


ccttgttc 


tgattttaca 


caccaactct 


972 


I2h 


tgggacagaa 


acacctttta cactttggaa gaattctctg 


ctgaagactt 


tcttatggaa 


1032 


128 


occagcatca 


tgtggctcaq tctctgattq cc 


aac t ctt c 


ctctttcttc 


1 1 c 1 1 g a g a g 


1092 


1 S 0 


agacaagatg 


aaatttgagt ttgttttgga ageatgetea 


tctcctcaca 


ctgctgccct 


1 152 


i r> 


atqqaaqqt r 


cct.ctqctta aqcttaaaca qtaqtqraca 


aaatatqctq 


ct.tacqtqcc 


1212 


] i ' ■' 

1 4 2 


aaa 


:t qe cc:c 


-'.it a 

q 


t < i t n 






a ( ' t q .-i -i ' 




-! d q < ' 


<.i ' q 


a f'n.t tot 


ft q a t q a r f * r ' 


I 4 V.' 
1 4 6 3 



14 r > •-.:10> SEQ ID NO: 2 
146 <2ll> LENGTH: 216 
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RAW SEQUENCE LISTING DATE: 07/05/2001 

PATENT APPLICATION: US/09/67 0 , 7 56A TIME: 10:39:36 

Input Set : A:\seqlistcorrected.txt 
Output Set: N:\CRF3\07052001\I670756A.raw 

147 <212> TYPE: PRT 

148 <213> ORGANISM: Homo sapiens 

150 <4 00> SEQUENCE: 2 

151 Mot G ly Ala Val Met Gly Thr Phe Ser Ser Leu Gin Thr Lys Gin Arg 

152 15 10 15 

154 Arg Pro Ser Lys Asp Lys lie Glu Asp Glu Leu Glu Met Thr Met Val 

155 20 25 30 

157 Cys His Arg Pro GLu Gly Leu Glu Gin Leu Glu Ala Gin Thr Asn Phe 

158 35 40 45 

160 Thr Lys Arg Glu Leu Gin Val Leu Tyr Arg Gly Phe Lys Asn Glu Cys 

161 50 55 60 

163 Pro Ser Gly Val Val Asn Glu Asp Thr Phe Lys Gin lie Tyr Ala Gin 

164 65 70 75 80 

166 Phe Phe Pro His Gly Asp ATa Ser Thr Tyr Ala His Tyr Leu Phe Asn 

167 85 90 95 

169 Ala Phe Asp Thr Thr Gin Thr Gly Ser Val Lys Phe Glu Asp Phe Val 

170 100 105 110 

T72 Thr Ala Leu Ser He Leu Leu Arg Gly Thr Val His Glu Lys Leu Arg 
173 115 120 125 

175 Trp Thr Phe Asn Leu Tyr Asp He Asn Lys Asp Gly Tyr He Asn Lys 

176 130 135 140 

178 Glu Glu Met Met Asp He Val Lys Ala He Tyr Asp Met Met Gly Lys 

179 145 T50 155 160 

181 Tyr Thr Tyr Pro Val Leu Lys Glu Asp Thr Pro Arg Gin His Val Asp 

182 165 170 175 

184 Val Phe Phe Gin Lys Met Asp Lys Asn Lys Asp Gly He Val Thr Leu 

185 180 185 190 

187 Asp Glu Phe Leu Glu Ser Cys Gin Glu Asp Asp Asn He Met Arg Ser 

188 195 200 205 
190 Leu Gin Leu Phe Gin Asn Val Met 

1<U 210 215 

1H4 -A!l0> SEQ ID NO: 3 

1^5 A21H LENGTH: 1856 

1^6 -:212:.- TYPE: DNA 

197 -21V- ORGANISM: Rattus sp . 

199 <220> FEATURE: 



200 <221> NAME/KEY 

201 <222> LOCATION 
20 3 <:4 0 0> SEQUENCE 



CDS 

(300) . . (1034) 
3 

2(>4 gqeacacaac ccctqgattc ttcggagaat. atgccgtgag gtgttgccaa ttattaqttc 60 

206 tettggctag cagatgttta gggactggtt aagcctttgg agaaattacc ttaggaaaac 120 

aauqaaa t a a a a aa t" t a rvvj t aa a t rqraaqaHa rrtaqraatt qraaqqraqq 180 

'■•■aiaaaaa' i ■. : 'a ' ' ' : ; ; ; • ; ; ■ ; .; ■: ■ a a a q a a a a^'i.r ' ' ' m ; " * ' ; : . - - 

i : ) M( ■ i Pro Aia Arq Val i.nj I . t "- « i Ala 1 y r Pro Gly I'hr Ala M : 1 1 i^u rh: 
216 1 5 10 15 

218 caq qgc gag tct gaa ggq etc cag acc t.tg ggg ata gt.a gtg gtc: ctg 395 

219 Gin Gly Glu Ser Glu Gly Leu Gin Thr Leu Gly He Val Val Val Leu 
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220 








20 










25 










30 








2 2 2 


tqt 


tec 


tct 


ctg 


aaa 


eta 


Ctq 


cac 


tac 


etc 


ggg 


ctg 


att 


gac 


ttg 


tcq 


4 4 3 


2 2 3 


TVS 

- y ^ 


Ser 


Ser 


Leu 


Lys 


Leu 


Leu 


His 


Tvr 


Leu 


Glv 


Leu 


He 


Asp 


Leu 


Ser 




224 






3 5 










40 










45 










226 


gat 


gac 


aag 


ate 


gag 


gat 


gat 


ctg 


gag 


atg 


acc 


atg 


gtt 


tqc 

ZJ ^ 


cat 


cqq 

^ z) zj 


4 91 


227 


Asp 


Asp 


Lys 


lie 


Glu 


Asp 


Asp 


Leu 


Glu 


Met 


Thr 


Met 


Val 


Cys 


His 


Arg 




2 28 




50 










55 










60 












2 30 


cct 


qaq 


qqa 

ZJ ZJ 


Ctq 

" ^ ZJ 


qaq 

ZJ ZJ 


cag 


ctt 


qaq 

ZD ZJ 


gca 


cag 


acg 


aac 


ttc 


acc 


aag 


aga 


539 


2 3 1 


Pro 


Glu 


G 1 y 


Leu 


Glu 


Gin 


Leu 


Glu 


Ala 


Gin 


Thr 


Asn 


Phe 


Thr 


Lys 


Arg 




2 3 2 


65 










70 










75 










80 




2 3 4 


gaa 


Ctq 


caa 


g t c 


ctt 


tac 


cqq 

^ ZJ ZD 


qqa 

ZJ ZJ 


ttc 


aaa 


aac 


qaq 

ZJ ZJ 


tqc 

^ ZJ ^ 


ccc 


agt 


qqt 

ZJ ZJ v * 


587 


2 3 5 


Glu 


Leu 


G 1 n 


Val 


Leu 


Tvr 


Arg 


Glv 


Phe 


Lys 


Asn 


Glu 


Cys 


Pro 


Ser 


Glv 




2 36 










85 










90 










95 






2 38 


qtq 


qtt 


aac 


gaa 


qaq 


aca 


ttc 


aaq 


cag 


ate 


tac 


get 


cag 


ttt 


ttc 


cct 


635 


239 


Val 


Val 


Asn 


Glu 


Glu 


Thr 


Phe 


Lys 


Gin 


He 


Tvr 


Ala 


Gin 


Phe 


Phe 


Pro 




24 0 








100 










105 










110 








24 2 


cat 


qqa 


qa t 


gec 


age 


aca 


tac 


gca 


cat 


tac 


etc 


ttc 


aat 


qcc 


ttc 


gac 


683 


2 4 3 


His 


Gly 


Asp 


Ala 


Ser 


Thr 


Tyr 


Ala 


His 


Tyr 


Leu 


Phe 


Asn 


Ala 


Phe 


Asp 




244 






115 










120 










125 










24 6 


acc 


acc 


cag 


aca 


qqc 


tct 


gta 


aaq 


ttc 


gag 


gac 


ttt 


qtq 


act 


get 


ctg 


731 


2 4 7 


Thr 


Thr 


Gl n 


Thr 


Gly 


Ser 


Val 


Lvs 


Phe 


Glu 


Asp 


Phe 


Val 


Thr 


Ala 


Leu 




248 




130 










135 










140 












2 5 0 


teg 


att 


tta 


ctg 


aga 


gga 


acg 


qtc 

ZJ ^ 


cat 


gaa 


aaa 


ctq 

^ ZJ 


aqq 

ZJ ZJ 


tqq 

^ r> zJ 


acg 


ttt 


779 


251 


Ser 


lie 


Leu 


Leu 


Arq 


G 1 y 


Thr 


Val 


His 


Glu 


Lys 


Leu 


Arq 

* 1 zJ 


Trp 


Thr 


Phe 




252 


145 










150 










155 










160 




2 54 


aat 


ttg 


tac 


gac 


ate 


aat 


aaa 


gac 


ggc 


tac 


ata 


aac 


aaa 


qaq 

ZJ ZJ 


qaq 

ZJ ZJ 


atg 


827 


2 5 5 


Asn 


Leu 


T v r 

i y i_ 


Asp 


lie 


Asn 


Lys 


Asp 


Glv 


Tvr 

i y ± 


He 


Asn 


Lys 


Glu 


Glu 


Met 




2 5 6 










165 










17 0 










175 






2 5 8 


atg 


gac 


ata 


qtq 


aaa 


gec 


ate 


tat 


gac 


atg 


atg 


ggg 


aaa 


tac 


acc 


tat 


875 


2 5 (Jt 


up +- 


Asp 


lie 


V a 1 


Lys 


Ala 


He 


Tyr 


Asp 


Met 


Met 


Gly 


Lys 


Tyr 


Thr 


Tyr 




2 6 0 








180 










185 










190 








2 6 2 


cct. 


gtg 


etc 


aaa 


gag 


gac 


act 


ccc 


agg 


cag 


cac 


gtg 


gac 


gtc 


ttc 


ttc 


92 3 


2 6 3 


Pro 


Val 


Le u 


Lys 


Glu 


Asp 


Thr 


Pro 


Arg 


Gin 


His 


Val 


Asp 


Val 


Phe 


Phe 




2 64 






1 9 5 










200 










205 










26 6 


caq 


aaa 


a t q 


gat 


aaa 


aat 


aaa 


gat 


ggc 


a 1 1 


gta 


acg 


tta 


gac 


gaa 


ttt 


97 1 


2 b 7 


Gin 


Lys 


Met 


Asp 


Lys 


Asn 


Lys 


Asp 


Gly 


lie 


Val 


Thr 


Leu 


Asp 


Glu 


Phe 




268 




210 










215 










220 












270 


etc 


gag 


tec 


t-gt 


cag 


gag 


gat 


gac 


aac 


ate 


atg 


agg 


tct 


eta 


cag 


ctg 


1019 


27 1 


Leu 


Glu 


Ser 


Cys 


Gin 


Glu 


Asp 


Asp 


Asn 


lie 


Met 


Arg 


Ser 


Leu 


Gin 


Leu 




■ . 7 -> 


225 










2 30 










235 










240 




2' 7 4 


ttc 


caa 


aat 


g tc 


atg 


taactgagga cactggccat cct g etc tea 


g a g a c a c t g a 


1074 


2' 7 5 


Phe 


Gin 


Asn 


Va 1 


Mot 



























x 2 ''qaq* qqc f <■* aq f rM qa f t r-t cm t ."'-h-rrt re t r^t t - 1 t n ,i < i ,i ( i ( kih r;na (if - ; ; ; 

284 tgaaat.ecqa a q 1. 1 1 g 1 1. 1. t qgaaqcatgc ccatot ct.ee atgctqctqc t.gccctqtqg M14 

286 aaggcccctc tqc t tgagc t. taaacagtag tgcacaqttt tetgeqtata cagatcccca 13 74 

288 actcactqcc tctaaqtcag qcaqaccctg atcaatctga accaaatqtg caccatcctc 1434 
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RAW SEQUENCE LISTING DATE: 07/05/2001 

PATENT APPLICATION: US/09/670, 756A TIME: 10:39:36 

Input Set : A:\seqlistcorrected.txt 
Output Set: N:\CRF3\07052001\I670756A.raw 

2^0 cgatggcctc ccaagccaat gtgcctgctt ctcttcctct ggtgggaaga aagaacgctc 1494 
2<H tacagagcac ttagagctta ccatgaaaat actgggagag gcagcaccta acacatgtag 1554 
2 f M aataggactg aattattaag catggtggta tcagatgatg caaacagccc atgtcatttt 1614 
2^6 tttttccaga ggtagggact aataattctc ccacactagc acctacgatc atagaacaag 1674 
29H tcttttaaca catccaggag ggaaaccgct gcccagtggt ctatcccttc tctccatccc 1734 
}<H) ctgctcaagc ccagcactgc atgtctotcc cggaaggtcc agaatgcctg tgaaatgctg 1794 
302 taacttttat accctgttat aatcaataaa cagaactatt tcgtacaaaa aaaaaaaaaa 1854 
304 aa 1856 
307 <2_1_0> SEC ID NO. 4 
30 8 <2ll> LENGTH: 24 5 
30M <212> TYPE: PRT 
3 10 <2l_3> ORGANISM: Rattus sp . 
311"! <400> SEQUENCE: 4 

313 Met Pro Ala Arg Val Leu Leu Ala Tyr Pro Gly Thr Glu Met Leu Thr 

3 14 1 5 10 15 

3 Lh Gin Gly Glu Ser Glu Gly Leu Gin Thr Leu Gly lie Val Val Val Leu 

3 17 20 25 30 

3 1m cys Ser Ser Leu Lys Leu Leu His Tyr Leu Gly Leu lie Asp Leu Ser 

3 20 3 5 4 0 4 5 

322 Asp Asp Lys lie Glu Asp Asp Leu Glu Met Thr Met Val Cys His Arg 

323 50 55 60 

325 Pro Glu Gly Leu Glu Gin Leu Glu Ala Gin Thr Asn Phe Thr Lys Arg 
32b 65 70 75 80 

32H GLu Leu Gin Val Leu Tyr Arg Gly Phe Lys Asn Glu Cys Pro Ser Gly 
32^ 85 90 95 

331 Val Val Asn Glu Glu Thr Phe Lys Gin He Tyr Ala Gin Phe Phe Pro 

332 100 105 110 

3 34 HLs Gly Asp Ala Ser Thr Tyr Ala His Tyr Leu Phe Asn Ala Phe Asp 
335 115 120 125 

3 37 Thr Thr Gin Thr Gly Ser Val Lys Phe Glu Asp Phe Val Thr Ala Leu 
3 U< 130 135 140 

340 Ser Lie Leu Leu Arg Gly Thr Val His Glu Lys Leu Arg Trp Thr Phe 

341 145 150 155 160 

343 Asn Leu Tyr Asp He Asn Lys Asp Gly Tyr He Asn Lys Glu Glu Met 

344 165 170 175 

346 Met Asp He Val Lys Ala lie Tyr Asp Met Met Gly Lys Tyr Thr Tyr 

347 180 185 190 

349 Pro Val Leu Lys Glu Asp Thr Pro Arg Gin His Val Asp Val Phe Phe 

350 195 200 205 

352 Gin Lys Met Asp Lys Asn Lys Asp Gly lie Val Thr Leu Asp Glu Phe 

353 210 215 220 

" ' a sp asp Asn Tin Met Arg Ser Leu Gin Leu 



.'■(>2 - 2 10.- SKO I D N< ) : ■> 

■ : 6 3 <211 - LENGTH : 19 07 

3h4 <212> TYPE: DNA 

-213- ORf-ANTSM: Mus musculus 

> ' /ease Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 

? CnSUrC that * corres Pon«mg explanation is presented in the <220> to 
223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION : US/09/670 , 7 56A 



DATE: 07/05/2001 
TIME: 10:39:37 



Input Set : A:\seqlistcorrected.txt 
Output Set: N:\CRF3\07052001\I670756A.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:877 M:341 W: (46) " n " or "Xaa" used, for SEQ ID#:11 

L:878 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 

L:936 M:341 W: (46) "n" or "Xaa" used; for SEQ ID# : 12 

L:3017 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:37 

L:3353 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:43 

L:3356 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:43 
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